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-Functional Enrichment
Calculates proportion of genes in a module that play 
a role in a given molecular or biological function

-CRISPR Validation
Knockout genes we hypothesize are in the luciferin 
pathway to see if the luciferin substrate is affected

-Consensus Networks
Better highlight modules across multiple data sets, 
upper lip vs whole animal tissue

Future Directions

Figs 6 & 7 : 6) the three time points morning (8 am) noon and evening (6 pm) 
that the transcriptomes were extracted 7) stages of development of V.tsujii

Fig 9, clustering of samples from WGCNA pipeline to 

detect sample outliers; shows upper lip tissue 
sample clustering together as the extracted tissue 
for those samples were all from the same organ

Fig 12, Singe block analysis dendrogram Fig 13, Turquoise module (where luciferase is) dendrogram from blockwise analysis
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Fig 8 : general skeleton of a n by 
M gene expression matrix

Fig 14, MAFFT sequence alignment showing luciferase and closely related (phylogenetically) genes to luciferase. 
Node_10321 from the expression matrix aligns closest to the known sequence of luciferase in tsujii . The other 
geneIDs are paralogs.
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